Supplementary Figure S1. Forest plot for Apolipoprotein A-V. GDM compared to controls.
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Zhao, D., et al (24) 2.280 1.000to 5.198 45.50
Total (random effects) 2472 1.418to 4.311 0.001 100.00
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I°=0.00%, P = 0.5112




Supplementary Figure S2. Forest plot for Apolipoprotein C-l1l. GDM compared to controls.
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Supplementary Figure S3. Forest plot for Apolipoprotein E. GDM compared to controls.
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Heterogeneity
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Supplementary Figure S4. Forest plot for Coagulation factor IX. GDM compared to controls.
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Supplementary Figure S5. Forest plot for Coagulation factor X. GDM compared to controls.
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Supplementary Figure S6. Forest plot for Coagulation factor XII. GDM compared to controls.
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Heterogeneity I°=0.00%, P = 0.5916




Supplementary Figure S7. Forest plot for Complement C1s subcomponent. GDM compared

to controls.
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Zhao, D., et al (24) 2.380 1.000 to 5.664 29.00
Total (random effects) 2.243 1.406 to 3.578 0.001 100.00

Heterogeneity = 0.00%, P = 0.9869




Supplementary Figure S8. Forest plot for Proteoglycan 4. GDM compared to controls.
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Supplementary Figure S9. Forest plot for Serum amyloid P-component. GDM compared to

controls.
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Supplementary Figure S10. Forest plot for C4b-binding protein alpha chain. GDM compared

to controls.
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Heterogeneity = 0.00%, P = 0.9614




Supplementary Figure S11. Forest plot for Complement component C6. GDM compared to
controls.
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Supplementary Figure S12.

controls.

Forest plot for Complement component C7. GDM compared to
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Supplementary Figure S13. Forest plot for Complement component C8 beta chain. GDM

compared to controls.
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Supplementary Figure S14.

compared to controls.

Forest plot for Complement component C8 gamma chain. GDM
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Heterogeneity

I°=0.00%, P = 0.9728




Supplementary Figure S15. Forest plot for Complement component C9. GDM compared to

controls.
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Supplementary Figure S16. Forest plot for Complement factor H. GDM compared to controls.
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Supplementary Figure S17.

Forest plot for Endoplasmin. GDM compared to controls.
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Supplementary Figure S18.

Forest plot for Gelsolin. GDM compared to controls.
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Supplementary Figure S19.

Forest plot for Ig mu chain C region. GDM compared to controls.
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Supplementary Figure S20. Forest plot for Pappalysin-1. GDM compared to controls.
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Supplementary Figure S21. Forest plot for Secreted phosphoprotein 24. GDM compared to

controls.
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Supplementary Figure S22. Forest plot for Sex hormone-binding globulin. GDM compared to

controls.
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Supplementary Figure S23.

Forest plot for C-reactive protein. GDM compared to controls.
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Supplementary Figure S24. Forest plot for Glyceraldehyde-3-phosphate dehydrogenase.

GDM compared to controls.
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Supplementary Figure S25. Forest plot for Insulin-like growth factor-binding protein 5. GDM

compared to controls.
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Supplementary Figure S26. Forest plot for Alpha-1-antitrypsin. GDM compared to controls.
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Supplementary Figure S27. Forest plot for Annexin A4. GDM compared to controls.
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Supplementary Figure S28. Forest plot for Apolipoprotein M. GDM compared to controls.
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Supplementary Figure S29.

Forest plot for Coagulation factor V. GDM compared to controls.
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Supplementary Figure S30.
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Supplementary Figure S31. Forest plot for Fibrinogen alpha chain. GDM compared to controls.
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Supplementary Figure S32.
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Supplementary Figure S33. Forest plot for Fibrinogen gamma chain. GDM compared to
controls.
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0.01 10
Estimate
Protein Study RoM 95% CI P Weight (%)
Fibrinogen gamma Liao, Y., et al (12) 0.136 0.0327 to 0.565 2419
chain peripheral plasma
Liao, Y., etal (12) umbilical 0.102 0.0132to0 0.779 19.96
venous plasma
Miao, Z., et al (18) 0.742  0.579 10 0.952 30.08
Shen, L., et al (22) 12wk 27.160 1.000to 737.710 12.84
Shen, L., et al (22) 24wk 26.630 1.000 to 709.200 12.93
Total (random effects) 0.835 0.176 to 3.964 0.820 100.00

Heterogeneity I°=77.97%, P = 0.0011




Supplementary Figure S34. Forest plot for IGL@ protein. GDM compared to controls.
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IGL@ protein Miao, Z., et al (17) 0.569 0.397t00.814 47.26
Zhao, C., et al (22) 1.200 1.080to 1.333 52.74
Total (random effects) 0.843 0.406 to 1.751 0.647 100.00

Heterogeneity I = 93.48%, P = 0.0001




Supplementary Figure S35. Forest plot for Mannan-binding lectin serine protease 2. GDM
compared to controls.
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Protein Study RoM 95% ClI P Weight (%)
Mannan-binding Shen, L., etal (22) 12wk 1.130 1.000 to 1.277 68.23
lectin serine
protease 2

Shen, L., etal (22) 24wk 2.080 1.000 to 4.326 31.77

Total (random effects) 1.372 0.786102.394 0.266 100.00
Heterogeneity ’=61.45%, P = 0.1073




Supplementary Figure S36.

Forest plot for Plasma protease C1 inhibitor. GDM compared to

controls.
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Protein Study RoM 95% ClI P Weight (%)
Plasma protease Li, J., etal (11) 0.784 0.638 to 0.964 42.38
C1 inhibitor
Shen, L., etal (22) 12wk 3.940 1.000 to 15.524 24.22
Shen, L., etal (22) 24wk 2.310 1.000 to 5.336 33.40
Total (random effects) 1.663 0.600t04.608 0.328 100.00
Heterogeneity I”= 81.57%, P = 0.0044




Supplementary Figure S37. Forest plot for Pregnancy zone protein. GDM compared to

controls.
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Pregnancy zone Liu, X., et al (15) 0.755 0.7401t0 0.770 38.41
protein
Shen, L., etal (22) 12wk 0.290 0.0841 to 1.000 16.83
Shen, L., etal (22) 24wk 1.740 1.000 to 3.028 30.57
Zhao, D., et al (24) 0.240 0.0576 to 1.000 14.20
Total (random effects) 0.705 0.358t01.388 0.312 100.00

Heterogeneity

I°= 77.78%, P = 0.0037




Supplementary Figure S38.

Forest plot for Prothrombin. GDM compared to controls.
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Shen, L., etal (22) 24wk 1.830 1.000 to 3.349 32.06
Zhao, D., et al (24) 0.590 0.348 to 1.000 33.97
Total (random effects) 0.848 0.419to1.715 0.647 100.00

Heterogeneity

1= 79.50%, P = 0.0076




Supplementary Figure S39

controls.
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. Forest plot for Retinol-binding protein 4. GDM compared to

Estimate
Protein Study RoM 95% CI P Weight (%)
Retinol-binding Fruscalzo, A., et al (4) 0.884 0.781 to 1.001 54.89
protein 4
Zhao, C., et al (22) 0.0417 0.00638 to 45.11
0.272
Total (random effects) 0.223 0.0113 to 0.323 100.00
4.385
Heterogeneity >=90.14%, P = 0.0015




Supplementary Figure S40. Forest plot for Serum paraoxonase/arylesterase 1. GDM

compared to controls.
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Heterogeneity I = 8055%, P =

0.0015




